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Supplementary Table 1  

The individual clinical characteristics of all patients. 



Supplementary Table 2 

Comorbidities identified in COVID-19 convalescent patients.  



Supplementary Table 3 

Antibodies used. 



Supplementary Table 4 

The individual appearance of post-acute COVID syndrome (PACS) symptoms. Data have 

been collected during an interview made by a clinician.  

 

 



Supplementary Figure 1 

The gating strategy that was used to identify populations of CD4+ and CD8+ T cells as well as 

Treg cells followed by identification of naive, central memory, effector memory and terminal 

effector as well as TSCM cells. 
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Supplementary Figure 2 

A-C. UMAP graph overlaid for multiple batches (referred to different acquisition days – Day_1-6) for 

CD4+ T cells (A), CD4+Treg cells (B), CD8+ T cells (C). D-F. Projection of UMAP graph stratified 

by batch; each color indicates a different day for CD4+ T cells (D), CD4+Treg cells (E) and CD8+  

T cells (F). 
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Supplementary Figure 3 

CD4+ UMAP graphs stratified by patient sample: patient (P) number, Healthy control, COVID-19 

severity (Mild, Moderate, Severe), and time-point I or II are given.  



Supplementary Figure 4 

Projection of CD4+ UMAP graphs stratified by patient sample showing the FlowSOM clusters: : 

patient (P) number, Healthy control, COVID-19 severity (Mild, Moderate, Severe), and time-point I or 

II are given 



Supplementary Figure 5 

CD4+Treg UMAP graphs stratified by patient sample: patient (P) number, Healthy control, 

COVID-19 severity (Mild, Moderate, Severe), and time-point I or II are given.  



Supplementary Figure 6 

Projection of CD4+ Treg UMAP graphs stratified by patient sample showing the FlowSOM clusters: : 

patient (P) number, Healthy control, COVID-19 severity (Mild, Moderate, Severe), and time-point I or 

II are given 



Supplementary Figure 7 

CD8+ UMAP graphs stratified by patient sample: patient (P) number, Healthy control, COVID-19 

severity (Mild, Moderate, Severe), and time-point I or II are given.  



Supplementary Figure 8 

Projection of CD8+ UMAP graphs stratified by patient sample showing the FlowSOM clusters: : 

patient (P) number, Healthy control, COVID-19 severity (Mild, Moderate, Severe), and time-point I or 

II are given 



Supplementary Figure 9 

The gating strategy that was used to identify cytokines production by CD4+ and CD8+ T as well as 

Treg cells after stimulation with anti-CD3/CD28. Gating of TGF-𝛽 BV421, IL-17 PE-Cy7, TNF-⍺ 

BV605, IFN-ɣ BV510, IL-2 APC and granzyme-B PerCP-Cy5.5 for CD4+ T cells is shown. Gates 

for cytokines and other mediators present in CD8+ T cells and Tregs were set up in a similar way. 



Supplementary Figure 10.  

Cytokine production by CD4+, CD4+Treg and CD8+ cells after in vitro stimulation by anti-

CD3/CD28. A. Percentage of CD4+ cells among CD3+ cells and comparison between the total 

production of TNF-⍺, IFN-ɣ, CD107a, IL-2, IL-17, TGF-𝛽 and granzyme-B by CD4+ T cells isolated 

from healthy donors and mild, moderate and severe COVID-19 convalescents analysed at time I and 

time II. B. Comparison between the total production of TNF-⍺, IFN-ɣ, CD107a, IL-2, IL-17 and 

granzyme-B by Treg cells isolated from healthy donors and mild, moderate and severe COVID-19 

convalescents analysed at time I and time II. C. Percentage of CD8+ cells among CD3+ cells and 

comparison between the total production of TNF-⍺, IFN-ɣ, CD107a, IL-2, IL-17, TGF-𝛽 and 

granzyme-B by CD8+ T cells isolated from healthy donors and mild, moderate and severe COVID-19 

convalescents analysed at time I and time II. Data represent individual values from controls and 

patients, mean (centre bar) ± SEM (upper and lower bars). Statistical analysis by two-sided Mann–

Whitney nonparametric test; if not indicated, p value is not significant. 


